MCB358: Mass Spectrometry
r——

Instructor: Christina Woo, CCB Registration: All interested parties may audit
Date: March 2, 2023 this course via this form

Time: 2—4 pm Graduate students can register for MCB358
Location: TBD, Cambridge, MA for credit

Questions? cwoo@chemistry.harvard.edu

» This nanocourse will provide a brief introduction to the mechanics of mass spectrometry-
based proteomics and how to (1) design your own experiments and (2) interpret proteomics
data in the literature.
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https://docs.google.com/forms/d/e/1FAIpQLSfzS9NgvmsSyKT5CtNDo-ieWpMFH5IuvOe_3Unl7uns_79AtA/viewform?usp=pp_url

